) was transformed with plasmids expressing WcaJ, WcaJ-P291C, and the vector control pBADNTF and plates were incubated in LB containing 0.2% arabinose (w/v). Figure S4 . Alignment of the TMH-V and C terminal region of PHPT homologues. The dataset is described in Table S3 . Initial alignments using Clustal Omega 6 revealed that an aspartic acid residue (in green) corresponding to D-278 in WcaJ is highly conserved (see Fig. 3 in the main manuscript). To facilitate the alignment, all sequences were trimmed to remove all amino acids N-terminally located with the respect to D-278, which serve to mark the predicted border of TMH-V. The highly conserved proline corresponding to P-291 in WcaJ is indicated in red.
